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1. Linguistic Phylogenetic Trees

The reconstruction of phylogenetic trees of language families is one of the main problems in
Historical Linguistics. In recent years, computational methods have been used, mostly borrowed
from similar techniques in mathematical biology, see for instance the collection of papers in [1].
Mostly, the computational reconstructions of linguistic phylogenetic trees followed the original
method developed in traditional Historical Linguistics, namely using lexical databases and cognate
words. However, recently it was shown in [3] that syntactic parameters can also be efficiently used as
data on the basis of which to construct phylogenetic trees. A general introduction to mathematical,
computational and statistical methods for the construction of phylogenetic trees and graphs can
be found in [2].

2. Plan of the project

The results of [3] were limited to a group of languages within the Indo-European family. A
database of syntactic parameters of a much larger number of world languages is available at [5].
The plan of this project is to use this database, for languages belonging to given families, and
construct phylogenetic trees using as distance function the normalized Hamming distance on the
syntactic parameters. Available resources for constructing phylogenetic trees can be found at [4].
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